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Datum Title Link Presenter

21. April Einführung
R: Allgemeines
W: Pattern Searching, Suffixbaum; [HMM]

Rolshoven
Wiehe

28. April Tesla I Classificati
on of text 
processing 
components: 
The Tesla 
role system

Hermes
Schwiebert

String-based methods of text analysis in Linguistics and Bioinformatics

5. Mai entfällt

12. Mai Martin Kay: Substring alignment using suffix 
trees

M. Kay Lohmar/
Rolshoven

19. Mai Ir, Kr etc. - shustrings within and between 
sequences; estimating mutation distances from 
unaligned genomes

Ir
Kr

Wiehe

26. Mai Combinatorial pattern discovery in biological 
sequences: The TEIRESIAS algorithm 
Bioinformatics 1998 14: 55-67 [published 
erratum appears in Bioinformatics 
1998;14(2):229;

Teiresias
anti-spam

Hoeft?

9. Juni Suffixtrees in linguistics Rolshoven?

Hidden Markov Models in Linguistics and Bioinformatics

16. Juni HMMs in bioinformatics Rabbiner
Eddy

Klassmann

23. Juni HMMs in linguistics tba tba

30. Juni [left over topics from WS0809:
Linguistic features of non-coding DNA sequences
Building a dictionary for genomes]

Mantegna 
(1994)
Bussemake
r (2000)

tba

Analysis suites

07. Juli Tesla II Hermes
Schwiebert

14. Juli Afawe Schoof?

http://books.google.de/books?id=clGiIHqyYB0C&pg=PA275&lpg=PA275&dq=kay+suffix+trees+linguistics&source=bl&ots=Xkg1A1Dpya&sig=a5yF8cIkiZeTiYfD2DJpDQP1-To&hl=de&ei=FDDrSffdJsib-gaLi4HUBQ&sa=X&oi=book_result&ct=result&resnum=1
http://www.ncbi.nlm.nih.gov/pubmed/10944202?ordinalpos=2&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_DefaultReportPanel.Pubmed_RVDocSum
http://www.ncbi.nlm.nih.gov/pubmed/10944202?ordinalpos=2&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_DefaultReportPanel.Pubmed_RVDocSum
http://www.ncbi.nlm.nih.gov/pubmed/10057305?ordinalpos=3&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_DefaultReportPanel.Pubmed_RVDocSum
http://www.ncbi.nlm.nih.gov/pubmed/10057305?ordinalpos=3&itool=EntrezSystem2.PEntrez.Pubmed.Pubmed_ResultsPanel.Pubmed_DefaultReportPanel.Pubmed_RVDocSum
http://www.sciencedirect.com/science?_ob=MImg&_imagekey=B6VS6-4547DF9-47-1&_cdi=6254&_user=2875156&_orig=search&_coverDate=06/30/1996&_sk=999939996&view=c&wchp=dGLbVlb-zSkzS&md5=9b78aabdbd65c380a5e949cee4c5d99a&ie=/sdarticle.pdf
http://www.cs.ubc.ca/~murphyk/Bayes/rabiner.pdf
http://www.informatik.uni-konstanz.de/fileadmin/BioML/Lehre/WS_0809/s_spam/Volkhardt_folien.pdf
http://bioinformatics.oxfordjournals.org/cgi/reprintframed/14/1/55
http://www.springerlink.com/content/p7739853n5781l48/
http://www.ncbi.nlm.nih.gov/pubmed/17187668



